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g- 3. (A, C) Growth curves (OD_ vs. time, h) of MF181 and its variants (AD1, AD2) and of
PvR133 and its variant (AD3) in Iysogeny broth. Curves represent the mean of three biological
replicates. Statistical comparisons of growth were performed using the terminal (final) time
point, with significance among the MF181 variants assessed using a Kruskal-Wallis test
followed by Dunn's multiple-comparisons test and differences between PvR133 and AD3
assessed using a Mann—Whitney U test. (B, D) Area under the growth curve (AUC)
corresponding to panels A and C. Statistical significance for the AUC analyses was assessed
using the same tests.

Reduced Retained
virulence virulence

Do changes in colony morphology affect

the pathogenicity of Paenibacillus? Fig 1. (A) Arabidopsis thaliana seedlings 12 days post-inoculation with wild-type Paenibacillus isolates
(MF181, PvR133) or their morphology variants (AD1, AD2, AD3), compared to an uninoculated control.

Future Directions
* RNA sequencing on MF181, PVR133, and variants

Methods ROS resistance is unlikely to be the mechanism * Test on other Arabidopsis phenotypes
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